. Simplified diagram of genes involved in flavonoid biosynthesis. Figure S2 . pH in juice from breaker stage 'Anliu', 'Hong Anliu' and 'Succari' fruits. Error bars represent the mean ± SD of four biological replicates.
. Characterization of PA levels of flavedos in 'Anliu', 'Hong Anliu' and Transcriptome of the 'Anliu' pulps (AL_F) was compared with that of (a) 'Hong Anliu' pulps (HAL_F) and (b) 'Succari' pulps (S_F). Transcriptome of the 'Anliu' seeds (AL_S) was compared with that of (c) 'Hong Anliu' seeds (HAL_S) and (d) 'Succari' seeds (S_S). The x-axis indicated log2 of estimated fold change and the y-axis indicated negative log10 of the adjusted P-value. Red and green dots represent significantly upregulated and down-regulated genes, respectively, while blue dots represent nonsignificantly expressed genes. sequence of CsPH4 ΔC1 , CsPH4 ΔC2 were cloned into PGADT7 (AD-CsPH4 and AD-Noemi) and PGBKT7 (BD-Noemi, BD-CsPH4, BD-CsPH4 ΔC1 , and BD-CsPH4 ΔC2 ), respectively. The constructs BD-CsPH4 plus AD, BD-Noemi plus AD, BD-CsPH4 ΔC1 plus AD, BD-CsPH4 ΔC2 plus AD, AD-CsPH4 plus BD, and AD-Noemi plus BD were co-transformed into the yeast AH109. The transcriptional self-activation activity is indicated by yeast growth. Yeast grown in SD/-Trp/-Leu medium and SD/-Trp/-Leu/-His/-Ade medium are indicated.
